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NMJD06044 4099 bp mRNA linear 

Homo sapiens histone deacetylase 6 (HDAC6) , mRNA. 
NM_006O4 4 

NM 006044.2 GI:13128863 



Homo sapiens (human) 
Homo s apiens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleos 
Mammalia; Eutheria; Primates; Catarrhini; Hominidae; Homo. 

1 {bases 1 to 4099) 

Hook,S.S., Orian,A., Cowley, S.M. and Eisenman, R. N . 

Histone deacetylase 6 binds polyubiquitin through its zinc finger 

(PAZ domain) and copurifies with deubiquitinating enzymes 

Proc. Natl. Acad. Sci . U.S.A. 99 (21), 13425-13430 (2002) 

22269913 

12354939 

GeneRIF: the C terminus of HDAC 6 is both necessary and sufficient 
for specific association with polyubiquitin 

2 (bases 1 to 4099) 

Mahlknecht , U. , Schnittger , S . , Landgraf,F., Schoch,C, Ottmann, O . G . , 
Hiddemann,W. and Hoelzer,D. 

Assignment of the human histone deacetylase 6 gene (HDAC6) to X 

chromosome pll.23 by in situ hybridization 

Cytogenet. Cell Genet. 93 (1-2), 135-136 (2001) 

21367618 

11474198 

3 (bases 1 to 4099) 

Grozinger , C . M . , Hassig,C.A. and Schreiber, S . L . 

Three proteins define a class of human histone deacetylases related 



Sci. U.S.A. 96 (9), 4868-4873 (1999) 



to yeast Hdalp 
Proc. Natl. Acad. 
99238449 
10220385 

4 (bases 1 to 4099) 
Pazin,M.J. and Kadonaga, J . T . 

What * s up and down with histone deacetylation and transcription? 

Cell 89 (3), 325-328 (1997) 

97294375 

9150131 

5 (bases 1 to 4099) 
Wolffe, A. P. 

Transcriptional control. 
Nature 387 (6628) , 16-17 
97284401 
9139815 



Sinful repression 
(1997) 
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On Feb 26, 2001 this sequence version replaced qi : 5174488 . 

Summary: Histones play a critical role in transcriptional 
regulation, cell cycle progression, and developmental events. 
Histone acetylation/deacetylation alters chromosome structure and 
affects transcription factor access to DNA. The protein encoded by 
this gene belongs to class II of the histone deacetylase/acuc/apha 
family. It contains an internal duplication of two catalytic 
domains which appear to function independently of each other. This 
protein possesses histone deacetylase activity and represses 
transcription . 

COMPLETENESS: complete on the 3' end. 
FEATURES Location/Qualifiers 
source 1 . . 4099 

/organism="Homo sapiens" 
/mol_type= n mRNA" 
/db_xref="taxon: 9606" 
/chromosome="X" 
/map="Xpll.23" 
gene 1..4099 

/gene="HDAC6" 

/note="synonyms: HD6, JM21, KIAA0901" 
/db_xref="GeneID: 10013" 
/db_xref="LocusID: 10013 " 
/db xref="MIM: 300272 " 
CDS 94. .3741 

/gene="HDAC6" 

/note="go_component : cytoplasm [goid 0005737 ] [evidence 
ISS] ; 

go_component : nucleus [goid 0005634] [evidence NAS]; 
go_function: zinc ion binding [goid 0008270] [evidence 
ISS]; 

go_f unction: specific transcriptional repressor activity 
[goid 0016566] [evidence ISS]; 

go_function: enzyme binding [goid 0019899] [evidence ISS]; 
go_function: histone deacetylase activity [goid 0004407] 
[evidence NAS] ; 

go_f unction : transcriptional repressor activity [goid 
0016564] [evidence NAS]; 

go_function: hydrolase activity [goid 0016787] [evidence 
IEA] ; 

go_function: actin binding [goid 0003779] [evidence IEA] ; 
go^process: histone deacetylation [goid 0016575] [evidence 
ISS] ; 

go_process: cell cycle [goid 0007049] [evidence NAS] ; 
go_process : regulation of transcription, DNA-dependent 
[goid 0006355] [evidence IEA]; 

go_process: development [goid 0007275] [evidence NAS]; 
go_process: chromatin modification [goid 0016568] 
[evidence IEA]" 
/codon_start=l 

/product="histone deacetylase 6" 
/protein id=" NP 006035.2 " 
/db_xref="GI : 13128864 " 
/db_xref="GeneID: 10013" 
/db_x r e f = " Locus I D : 10013 " 
/ db _x r e f =" M I M : 300272 " 

/translation="MTSTGQDSTTTRQRRSRQNPQSPPQDSSVTSKRNIKKGAVPRSI 
PNLAEVKKKGKMKKLGQAMEEDLIVGLQGMDLNLEAEALAGTGLVLDEQLNEFHCLWD 
DSFPEGPERLHAIKEQLIQEGLLDRCVSFQARFAEKEELMLVHSLEYIDLMETTQYMN 
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variation 

polyAsignal 
polyA site 



ORIGIN 



EGELRVLADTYDSVYLHPNSYSCACLASGSVLRLVDAVLGAEIRNGMAIIRPPGHHAQ 

HSLMDGYCMFNHVAVAARYAQQKHRIRRVLIVDWDVHHGQGTQFTFDQDPSVLYFSIH 

RYEQGRFWPHLKASNWSTTGFGQGQGYTINVPWNQVGMRDADYIAAFLHVLLPVALEF 

QPQLVLVAAGFDALQGDPKGEMAATPAGFAQLTHLLMGLAGGKLILSLEGGYNLRALA 

EGVSASLHTLLGDPCPMLESPGAPCRSAQASVSCALEALEPFWEVLVRSTETVERDNM 

EEDNVEESEEEGPWEPPVLPILTWPVLQSRTGLVYDQNMMNHCNLWDSHHPEVPQRIL 

RIMCRLEELGLAGRCLTLTPRPATEAELLTCHSAEYVGHLRATEKMKTRELHRESSNF 

DSIYICPSTFACAQLATGAACRLVEAVLSGEVLNGAAWRPPGHHAEQDAACGFCFFN 

SVAVAARHAQTISGHALRILIVDWDVHHGNGTQHMFEDDPSVLYVSLHRYDHGTFFPM 

G DEGAS SQI GRAAGTG FT VN VAWNG PRMG DAD YLAAWHRLVLP I AYE FN PELVLVS AG 

FDAARGDPLGGCQVSPEGYAHLTHLLMGLASGRIILILEGGYNLTSISESMAACTRSL 

LGDPPPLLTLPRPPLSGALASITETIQVHRRYWRSLRVMKVEDREGPSSSKLVTKKAP 

QPAKPRLAERMTTREKKVLEAGMGKVTSASFGEESTPGQTNSETAWALTQDQPSEAA 

TGGATLAQTISEAAIGGAMLGQTTSEEAVGGATPDQTTSEETVGGAILDQTTSEDAVG 

GATLGQTTSEEAVGGATLAQTTSEAAMEGATLDQTTSEEAPGGTELIQTPLASSTDHQ 

TPPTSPVQGTTPQISPSTLIGSLRTLELGSESQGASESQAPGEENLLGET^AGGQDMAD 

SMLMQGSRGLTDQAIFYAVTPLPWCPHLVAVCPIPAAGLDVTQPCGDCGTIQENWVCL 

SCYQVYCGRYINGHMLQHHGNSGHPLVLSYIDLSAWCYYCQAYVHHQALLDVKNIAHQ 

NKFGEDMPHPH " 

352. .1257 

/gene="HDAC6" 

/note="HisDeacl; Region: RPD3 like Histone decetylase 
domain" 

/db_xref ="CDD : LOAD HisDeacl " 

1537. .2445 

/gene="HDAC6" 

/note="HisDeacl; Region: RPD3 like Histone decetylase 
domain" 

/db_xref="CDD: LOAD HisDeacl " 

3490. .3705 

/gene="HDAC6" 

/note="zf-UBP; Region: Zn-finger in ubiquitin-hydrolases 
and other protein" 
/db_xre f ="CDD : pf am02 1 4 8 " 
3074 

/gene="HDAC6" 

/allele="T" 

/allele="C" 

7db_xref="dbSNP: 1127346 " 
4082. .4087 
/gene="HDAC6" 
4099 

/gene="HDAC6" 



1 gggcagtccc 

61 aagaaccgcg 

121 acaaccaggc 

181 acttcgaagc 

241 gtaaagaaga 

301 ggactgcaag 

361 ttggatgagc 

421 gagcggctcc 

481 tcctttcagg 

541 attgatctga 

601 acctacgact 

661 tctgtcctca 

721 attaggcctc 

781 cacgtggctg 

841 gtagattggg 

901 gtcctctatt 



ctgaggagcg 
gcaggggcca 
agcgaagaag 
gaaatattaa 
aaggcaaaat 
ggatggatct 
agttaaatga 
atgccatcaa 
cccggtttgc 
tggaaacaac 
cagtttatct 
ggctggtgga 
ctggacatca 
tggcagcccg 
atgtgcacca 
tctccatcca 



gggctggttg 
agcctcctca 
taggcagaac 
aaagggagcc 
gaagaagctc 
gaaccttgag 
attccattgc 
ggagcaactg 
tgaaaaggaa 
ccagtacatg 
gcatccgaac 
tgcggtcctg 
cgcccagcac 
ctatgctcaa 
cggtcaagga 
ccgctacgag 



aaacgctagg 
actatgacct 
ccccagtcgc 
gttccccgct 
ggccaagcaa 
gctgaagcac 
ctctgggatg 
atccaggagg 
gagctgatgt 
aatgagggag 
tcatactcct 
ggggctgaga 
agtcttatgg 
cagaaacacc 
acacagttca 
cagggtaggt 



ggcgggatct 
caaccggcca 
cccctcagga 
ctatccccaa 
tggaagaaga 
tggctggcac 
acagcttccc 
gcctcctaga 
tggttcacag 
aactccgtgt 
gtgcctgcct 
tccggaatgg 
atggctattg 
gcatccggag 
ccttcgacca 
tctggcccca 



ggcggagtgg 
ggattccacc 
ctccagtgtc 
tctagcggag 
cctaatcgtg 
tggcttggtg 
ggaaggccct 
tcgctgcgtg 
cctagaatat 
cctagcagac 
ggcctcaggc 
catggccatc 
catgttcaac 
ggtccttatc 
ggaccccagt 
cctgaaggcc 
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961 
1021 
1081 
1141 
1201 
1261 
1321 
1381 
1441 
1501 
1561 
1621 
1681 
1741 
1801 
1861 
1921 
1981 
2041 
2101 
2161 
2221 
2281 
2341 
2401 
2461 
2521 
2581 
2641 
2701 
2761 
2821 
2881 
2941 
3001 
3061 
3121 
3181 
3241 
3301 
3361 
3421 
3481 
3541 
3601 
3661 
3721 
3781 
3841 
3901 
3961 
4021 
4081 



// 



tctaactggt 
aaccaggtgg 
gtcgccctcg 
ggggacccca 
ctcatgggtc 
gccctggctg 
ctggagtcac 
gcccttgagc 
atggaggagg 
ccaatcctga 
atgaatcact 
atcatgtgcc 
cctgccacag 
gccacagaga 
tatatctgcc 
gtggaggctg 
caccacgcag 
gctcgccatg 
gtccaccacg 
tccctgcacc 
cagatcggcc 
atgggtgatg 
tttaacccag 
gggggctgcc 
gccagtggcc 
tccatggctg 
cggcccccac 
tactggcgca 
ttggtcacca 
cgagaaaaga 
gagtccactc 
ccctcagagg 
gggggagcca 
cagaccacct 
gctgttgggg 
ctggcccaga 
gaggaggctc 
cagacccccc 
attgggagtc 
gccccaggag 
atgctgatgc 
ctgccctggt 
acccaacctt 
caggtctact 
cacccgctgg 
gtccaccacc 
gatatgcccc 
gatagaccag 
atcccatcct 
taagagaact 
ccactactcc 
tcatgaggat 
taataaagta 



ccaccacagg 
ggatgcggga 
agttccagcc 
agggtgagat 
tggcaggagg 
aaggcgtcag 
ctggtgcccc 
ccttctggga 
acaatgtaga 
catggccagt 
gcaacttgtg 
gtctggagga 
aggctgagct 
aaatgaaaac 
ccagtacctt 
tgctctcagg 
agcaggatgc 
cccagactat 
gtaatggaac 
gctatgatca 
gggctgcggg 
ctgactacct 
aactggtgct 
aggtgtcacc 
gcattatcct 
cctgcactcg 
tatcaggggc 
gcttacgggt 
agaaggcacc 
aggttctgga 
caggccagac 
cagccacagg 
tgctgggcca 
cagaggagac 
gagccacgct 
ccacctcgga 
cagggggcac 
caacctcacc 
tcaggacctt 
aggagaacct 
agggatctag 
gtccccattt 
gtggggactg 
gtggtcgtta 
tcctcagcta 
aggctctcct 
acccacacta 
ctgtagctca 
gaatatcctt 
gcgacgatta 
agcccagaag 
aacattggcg 
caagctgtt 



tttcggccaa 
tgctgactac 
tcagctggtc 
ggccgccact 
caagctgatc 
tgcttcgctc 
ctgccggagt 
ggttcttgtg 
ggagagcgag 
gctacagtct 
ggacagccac 
gctgggcctt 
gctcacctgt 
ccgggagctg 
cgcctgtgca 
agaggttctg 
agcttgcggt 
cagtgggcat 
tcagcacatg 
tggcaccttc 
cacaggcttc 
agctgcctgg 
ggtctcagct 
tgagggttat 
tatcctagag 
ctccctcctt 
cctggcctca 
catgaaggta 
ccaaccagcc 
agcaggcatg 
taactcagag 
gggagccact 
gaccacctca 
tgtgggagga 
gggccagact 
ggcagccatg 
cgagctgatc 
tgtgcaggga 
ggagctaggc 
actaggagag 
gggcctcact 
ggtggcagta 
tggaacaatc 
catcaatggc 
catcgacctg 
agatgtgaag 
agccccagaa 
ttccagcctg 
tgcaactccc 
attgtggatc 
gaaagggggg 
ggaggggagt 



ggccaaggat 
attgctgctt 
ctggtggctg 
ccggcagggt 
ctgtctctgg 
cacacccttc 
gcccaggctt 
agatcaactg 
gaggaaggac 
cgcacagggc 
caccctgagg 
gccgggcgct 
cacagtgctg 
caccgtgaga 
cagcttgcca 
aatggtgctg 
ttttgctttt 
gccctacgga 
tttgaggatg 
ttccccatgg 
accgtcaacg 
catcgcctgg 
ggctttgatg 
gcccacctca 
ggtggctata 
ggagacccac 
atcactgaga 
gaagacagag 
aaacctaggt 
gggaaagtca 
acagctgtgg 
ctggcccaga 
gaggaggctg 
gccattctgg 
acctcagagg 
gagggagcca 
caaactcctc 
actacacccc 
agcgaatctc 
gcagctggag 
gatcaggcca 
tgccccatac 
caagagaatt 
cacatgctcc 
tcagcctggt 
aacatcgccc 
tacggtccct 
taccttggat 
caagagtgct 
tccccctgcc 
cagctcagtg 
taactggcag 



ataccatcaa 
tcctgcacgt 
ctggatttga 
tcgcccagct 
agggtggcta 
tgggagaccc 
cagtttcctg 
agaccgtgga 
cctgggagcc 
tggtctatga 
taccccagcg 
gcctcaccct 
agtacgtggg 
gttccaactt 
ctggcgctgc 
ctgtggtgcg 
tcaactctgt 
tcctgattgt 
accccagtgt 
gggatgaggg 
tggcatggaa 
tgcttcccat 
ctgcacgggg 
cccacctgct 
acctgacatc 
cacccctgct 
ccatccaagt 
aaggaccctc 
tagctgagcg 
cctcggcatc 
tggccctcac 
ccatttctga 
tcgggggagc 
accagaccac 
aggctgtagg 
cactggacca 
tagcctcgag 
agatatctcc 
agggggcctc 
gtcaggacat 
tattttatgc 
ctgcagcagg 
gggtgtgtct 
aacaccatgg 
gttactactg 
accagaacaa 
cttcaccttc 
gaggggtagc 
tatttaagtg 
cattgcctgc 
gccccaagag 
gcatggcaag 



tgtgccttgg 
cctgctgcca 
tgccctgcaa 
aacccacctg 
caacctccgc 
ttgccccatg 
tgctctggaa 
gagggacaac 
ccctgtgctc 
ccaaaatatg 
catcttgcgg 
gacaccgcgc 
tcatctccgg 
tgactccatc 
ctgccgcctg 
tcccccagga 
ggctgtggct 
ggattgggat 
gctatatgtg 
tgccagcagc 
cgggccccgc 
tgcctacgag 
ggatccgctg 
gatgggcctt 
catctcagag 
gaccctgcca 
ccatcgcaga 
cagttctaag 
gatgaccaca 
atttggggaa 
tcaggaccag 
ggcagccatt 
cactccggac 
ctcagaggat 
aggagctaca 
gactacgtca 
cacagaccac 
cagtacactg 
agaatctcag 
ggctgattcg 
tgtgacacca 
cctagacgtg 
ctcttgctat 
aaattctgga 
tcaggcctat 
gtttggggag 
tgaggcccac 
ctcccactgc 
ttaatacttt 
ttgaggggca 
ggagctgata 
gttgcatatg 
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PubMed 



Sequences results 

BLAST OMIM Taxonomy 



Entrez BLAST OMIM Taxonomy Structure 

BLAST 2 SEQUENCES RESULTS VERSION BLASTN 2.1.2 [Oct-19-2000] 



Match:[l Mismatch: -2 gap open:fs gap extension: p 
x_dropoff: |50 expect:|l0.000i wordsize: [ll Filter F Align 



Sequence . Homo sapiens mRNA for histone deacetylase-hke T ylAnn (1 .. 

- M gi 3776070 + • /TA>foi\ Length 4099 \ nftm 

1 to protein (JM21) & 4099) 

Sequence ^j28863 ^ omo sa P^ ens histone deacetylase 6 (HDAC6), mRNA Length 4099 

2 




NOTE:The statistics (bitscore and expect value) is calculated based on the size of nr database 



Score = 7849 bits (4082), Expect 
Identities = 4098/4099 (99%) 
Strand = Plus / Plus 



= 0.0 



1 



Query : 
Sbjct : 



1 gggcagtcccctgaggagcggggctggttgaaacgctaggggcgggatctggcggag 
I I I I I I I I I I I I I I I I I I 1 I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
1 gggcagtcccctgaggagcggggctggttgaaacgctaggggcgggatctggcggag 



Query: 



61 



Sbjct: 61 
histone deacetylase 6 1 



aagaaccgcggcaggggccaagcctcctcaactatgacctcaaccggccaggattcc 
I I I I I I I I I II I I I I I I I II I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
aagaaccgcggcaggggccaagcctcctcaactatgacctcaaccggccaggattcc 

MTSTGQD .S 



Query: 



121 



Sbjct: 121 
histone deacetylase 6 10 



acaaccaggcagcgaagaagtaggcagaacccccagtcgccccctcaggactccagt 
I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
acaaccaggcagcgaagaagtaggcagaacccccagtcgccccctcaggactccagt 
TTRQRRSRQNPQSPPQDSS 



Query: 



181 



Sbjct: 181 
histone deacetylase 6 30 



acttcgaagcgaaatattaaaaagggagccgttccccgctctatccccaatctagcg 
I I I I I I I I I I I! I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
acttcgaagcgaaatattaaaaagggagccgttccccgctctatccccaatctagcg 
TSKRNIKKG AVPRSIPNLA 



http://www.ncbi.nlm.nih.gov/gorf^wblast2.cgi 



9/26/2003 



Blast Result 



Page 2 of 8 



Query: 



241 



Sbjct: 241 
histone deacetylase 6 50 



gtaaagaagaaaggcaaaatgaagaagctcggccaagcaatggaagaagacctaatc 
I I I I II I I I I I I I I I I I I I I I I I I I I I I I 1 I I I I I I I I I I I I I I I I I I I I I I I I I I I 
gtaaagaagaaaggcaaaatgaagaagctcggccaagcaatggaagaagacctaatc 
VKKKGKMKKLGQAMEEDLI 



Query: 



301 



Sbjct: 301 
histone deacetylase 6 70 



ggactgcaagggatggatctgaaccttgaggctgaagcactggctggcactggcttg 
I I I II I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
ggactgcaagggatggatctgaaccttgaggctgaagcactggctggcactggcttg 
GLQGMDLNLEAEALAGTGL 



Query: 



361 



Sbjct: 361 
histone deacetylase 6 90 



ttggatgagcagttaaatgaattccattgcctctgggatgacagcttcccggaaggc 
I I I I I I I I I I II I I I I I I I I I I I I I I I I I I M I I I I I I I I I I I I I I I I I I I I II I I I 
ttggatgagcagttaaatgaattccattgcctctgggatgacagcttcccggaaggc 
LDEQLNEFHCLWDDSFPEG 



Query: 



421 



Sbjct: 421 
histone deacetylase 6 110 



gagcggctccatgccatcaaggagcaactgatccaggagggcctcctagatcgctgc 
I I I I I I I I I I I I I I I I I I I M I I I I I I I I I I I I I I I I I I I I I II I I I I I I I I I I I I I 
gagcggctccatgccatcaaggagcaactgatccaggagggcctcctagatcgctgc 
ERLHAIKEQLIQEGLLDRC 



Query: 



481 



Sbjct: 481 
histone deacetylase 6 130 



tcctttcaggcccggtttgctgaaaaggaagagctgatgttggttcacagcctagaa 
I I I I I I I I I I I I I I I I I II I I I I I I I I I I I I I I I I I II I I I I I I I I I II I I I I I I I I 
tcctttcaggcccggtttgctgaaaaggaagagctgatgttggttcacagcctagaa 
S FQARFAEKE ELMLVHSLE 



Query: 



541 



Sbjct: 541 
histone deacetylase 6 150 



attgatctgatggaaacaacccagtacatgaatgagggagaactccgtgtcctagca 
I I I I I II II I I I I I I I I I I I I I I I I I I II I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
attgatctgatggaaacaacccagtacatgaatgagggagaactccgtgtcctagca 
I DLMETTQYMNEGELRVLA 



Query : 



601 



Sbjct: 601 
histone deacetylase 6 170 



acctacgactcagtttatctgcatccgaactcatactcctgtgcctgcctggcctca 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
acctacgactcagtttatctgcatccgaactcatactcctgtgcctgcctggcctca 
TYDSVYLHPNS YSCACLAS 



Query: 



661 



Sbjct: 661 
histone deacetylase 6 190 



tctgtcctcaggctggtggatgcggtcctgggggctgagatccggaatggcatggcc 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
tctgtcctcaggctggtggatgcggtcctgggggctgagatccggaatggcatggcc 
SVLRLVDAVLGAE I RNGMA 



Query: 



721 



Sbjct: 721 
histone deacetylase 6 210 



attaggcctcctggacatcacgcccagcacagtcttatggatggctattgcatgttc 

I I I I I I I I I I I I I I I I I I I I I I I I I I II I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
attaggcctcctggacatcacgcccagcacagtcttatggatggctattgcatgttc 
I RPPGHHAQHSLMDGYCMF 



Query: 



781 



Sbjct: 781 
histone deacetylase 6 230 



cacgtggctgtggcagcccgctatgctcaacagaaacaccgcatccggagggtcctt 
I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
cacgtggctgtggcagcccgctatgctcaacagaaacaccgcatccggagggtcctt 
HVAVAARYAQQKHRIRRVL 
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Query: 

Sbjct: 
histone 



deacetylase 6 



841 gtagattgggatgtgcaccacggtcaaggaacacagttcaccttcgaccaggacccc 
I I I I I II I I I I I I I I I I I I I I I I I I I I I I I I 1 I I I I I I I I I I I I I I I I I I I I I I I I I 
841 gtagattgggatgtgcaccacggtcaaggaacacagttcaccttcgaccaggacccc 
250 VDWDVHHGQGTQFTFDQDP 



Query: 

Sbjct: 
histone 



deacetylase 6 



901 gtcctctatttctccatccaccgctacgagcagggtaggttctggccccacctgaag 
I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
901 gtcctctatttctccatccaccgctacgagcagggtaggttctggccccacctgaag 
270 VLYFSIHRYEQGRFWPHLK 



Query: 961 

Sbjct: 961 
histone deacetylase 6 290 



tctaactggtccaccacaggtttcggccaaggccaaggatataccatcaatgtgcct 
I I I I I I I I I I I I I I I I I I I I I I I t I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
tctaactggtccaccacaggtttcggccaaggccaaggatataccatcaatgtgcct 
SNWSTTGFGQGQGYTINVP 



Query: 

Sbjct: 
histone 



deacetylase 6 



1021 aaccaggtggggatgcgggatgctgactacattgctgctttcctgcacgtcctgctg 
I I I I I I I I I I I I I I I I I I I I I I I I I I I I II I I I I I I I I I I I I I I I I I I I I I I I II I I 
1021 aaccaggtggggatgcgggatgctgactacattgctgctttcctgcacgtcctgctg 
310 NQVGMRDADYIAAFLHVLL 



Query: 

Sbjct: 
histone 



deacetylase 6 



1081 gtcgccctcgagttccagcctcagctggtcctggtggctgctggatttgatgccctg 
I I II II I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
1081 gtcgccctcgagttccagcctcagctggtcctggtggctgctggatttgatgccctg 
330 VALEFQPQLVLVAAGFDAL 



Query: 1141 

Sbjct: 1141 
histone deacetylase 6 350 



ggggaccccaagggtgagatggccgccactccggcagggttcgcccagctaacccac 
I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
ggggaccccaagggtgagatggccgccactccggcagggttcgcccagctaacccac 
GDPKGEMAAT PAGFAQLTH 



Query: 1201 

Sbjct: 1201 
histone deacetylase 6 370 



ctcatgggtctggcaggaggcaagctgatcctgtctctggagggtggctacaacctc 
I I I I I I I I I I I I I I I I I II I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
ctcatgggtctggcaggaggcaagctgatcctgtctctggagggtggctacaacctc 
LMGLAGGKLILSLEGGYNL 



Query: 

Sbjct: 
histone 



deacetylase 6 



12 61 gccctggctgaaggcgtcagtgcttcgctccacacccttctgggagacccttgcccc 
I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
1261 gccctggctgaaggcgtcagtgcttcgctccacacccttctgggagacccttgcccc 
390 ALAEGVSASLHTLLGDPCP 



Query: 

Sbjct: 
histone 



deacetylase 6 



1321 ctggagtcacctggtgccccctgccggagtgcccaggcttcagtttcctgtgctctg 
I I I I I I I I I I I I I I I II I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
1321 ctggagtcacctggtgccccctgccggagtgcccaggcttcagtttcctgtgctctg 
410 LESPGAPCRSAQASVSCAL 



Query: 

Sbjct: 
histone 



deacetylase 6 



1381 gcccttgagcccttctgggaggttcttgtgagatcaactgagaccgtggagagggac 
I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
1381 gcccttgagcccttctgggaggttcttgtgagatcaactgagaccgtggagagggac 
430 ALEPFWEVLVRSTETVERD 
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Query: 14 41 atggaggaggacaatgtagaggagagcgaggaggaaggaccctgggagccccctgtg 

I I I I I 1 I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 1 I I I I I I I I I I I ] 
Sbjct : 1441 atggaggaggacaatgtagaggagagcgaggaggaaggaccctgggagccccctgtg 

histone deacetylase 6 450 MEEDNVEESEEEGPWEPPV 

Query: 1501 ccaatcctgacatggccagtgctacagtctcgcacagggctggtctatgaccaaaat 

I I I I I I I I I I I I I I I I I I M I I I I I I I I I I I I I I I I I I I I I I I I I I I 1 I | I | | | | | | 
Sbjct : 1501 ccaatcctgacatggccagtgctacagtctcgcacagggctggtctatgaccaaaat 

histone deacetylase 6 470 PILTWPVLQSRTGLVYDQN 

Query: 1561 atgaatcactgcaacttgtgggacagccaccaccctgaggtaccccagcgcatcttg 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
Sbjct : 1561 atgaatcactgcaacttgtgggacagccaccaccctgaggtaccccagcgcatcttg 

histone deacetylase 6 490 MNHCNLWDSHHPEVPQRIL 

Query: 1621 atcatgtgccgtctggaggagctgggccttgccgggcgctgcctcaccctgacaccg 

I M I I I I I I I I I I I I I I I I I I I II I I I I I I I I I I I I I I I I II I I I I I I I I I I I I I I I 
Sbjct : 1621 atcatgtgccgtctggaggagctgggccttgccgggcgctgcctcaccctgacaccg 

histone deacetylase 6 510 IMCRLEELGLAGRCLTLTP 



Query: 
Sbjct: 

histone deacetylase 



1681 cctgccacagaggctgagctgctcacctgtcacagtgctgagtacgtgggtcatctc 
I I I I I I I I I M I I I I I II I I I I I I I I I I I I I I I I II I I II I I I I I I I II I I I I I I M 
1681 cctgccacagaggctgagctgctcacctgtcacagtgctgagtacgtgggtcatctc 
530 PATEAELLTCHSAEYVGHL 



Query: 
Sbjct: 

histone deacetylase 



1741 gccacagagaaaatgaaaacccgggagctgcaccgtgagagttccaactttgactcc 
I I I I I I I I I I II I I I I I I I I I I I I I I I I I I I I I I I I II II I I I I I I I I I I I I I II I I 
1741 gccacagagaaaatgaaaacccgggagctgcaccgtgagagttccaactttgactcc 
6 550 ATEKMKTRELHRESSNFDS 



Query: 1801 tatatctgccccagtaccttcgcctgtgcacagcttgccactggcgctgcctgccgc 

I I I I I I I I I I I I I I I II I I I I I I I I I II I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
Sbjct : 1801 tatatctgccccagtaccttcgcctgtgcacagcttgccactggcgctgcctgccgc 

histone deacetylase 6 570 YICPSTFACAQLATGAACR 

Query: 1861 gtggaggctgtgctctcaggagaggttctgaatggtgctgctgtggtgcgtccccca 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I II I I I I I I I I I I I I I I I I I I I I I 
Sbjct : 1861 gtggaggctgtgctctcaggagaggttctgaatggtgctgctgtggtgcgtccccca 

histone deacetylase 6 590 VEAVLSGEVLNGAAVVRPP 

Query: 1921 caccacgcagagcaggatgcagcttgcggtttttgctttttcaactctgtggctgtg 

I I I I I I I I I I I I I I I II I I I I I I i I I I I I II I I I I I I I I I I I I I I I i I I I I I I I I I I 
Sbjct : 1921 caccacgcagagcaggatgcagcttgcggtttttgctttttcaactctgtggctgtg 

histone deacetylase 6 610 HHAEQDAACGFCFFNSVAV 



Query: 1981 gctcgccatgcccagactatcagtgggcatgccctacggatcctgattgtggattgg 

I I I I I I I I I I I I I I I I I I I I I I I I I I I II I I U I I I I I II I II I I I I I I I I I I I I I I 
Sbjct : 1981 gctcgccatgcccagactatcagtgggcatgccctacggatcctgattgtggattgg 

histone deacetylase 6 630 ARHAQTISGHALRILIVDW 
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Query: 
Sbjct : 

histone deacetylase 6 



2041 gtccaccacggtaatggaactcagcacatgtttgaggatgaccccagtgtgctatat 
I I 1 I I I I I I I I I I I I I I I I I 1 I I I I I I I I I I I I I I I I I I I II I I I I I I I I I I I I I I I 
2041 gtccaccacggtaatggaactcagcacatgtttgaggatgaccccagtgtgctatat 
650 VHHGNGTQHMFEDDPSVLY 



Query: 

Sbjct: 
histone 



deacetylase 6 



2101 tccctgcaccgctatgatcatggcaccttcttccccatgggggatgagggtgccagc 
I II I I I I I I I I I I I I I I I I II I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
2101 tccctgcaccgctatgatcatggcaccttcttccccatgggggatgagggtgccagc 
670 SLHRYDHGT FFPMGDEGAS 



Query: 

Sbjct: 
histone 



deacetylase 6 



2161 cagatcggccgggctgcgggcacaggcttcaccgtcaacgtggcatggaacgggccc 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I II I I I I II I I I I I I I I I I I I I I I I 
2161 cagatcggccgggctgcgggcacaggcttcaccgtcaacgtggcatggaacgggccc 
690 QIGRAAGTGFTVNVAWNGP 



Query: 

Sbjct: 
histone 



deacetylase 6 



2221 atgggtgatgctgactacctagctgcctggcatcgcctggtgcttcccattgcctac 
I I I I I I I I I I I I I I I I I II I I I II I I II I I I I I I I I I I I I I II I I I I I I I I I I I II I 
2221 atgggtgatgctgactacctagctgcctggcatcgcctggtgcttcccattgcctac 
710 MGDADYLAAWHRLVLPIAY 



Query: 
Sbjct: 

histone deacetylase 



2281 tttaacccagaactggtgctggtctcagctggctttgatgctgcacggggggatccg 
I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
2281 tttaacccagaactggtgctggtctcagctggctttgatgctgcacggggggatccg 
730 FNPELVLVSAGFDAARGDP 



Query: 

Sbjct: 
histone 



deacetylase 6 



2341 gggggctgccaggtgtcacctgagggttatgcccacctcacccacctgctgatgggc 
I I I I I I I I I I I I I I I I I I I I I I I I I II I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
2341 gggggctgccaggtgtcacctgagggttatgcccacctcacccacctgctgatgggc 
750 GGCQVSPEGYAHLTHLLMG 



Query: 

Sbjct: 
histone 



deacetylase 6 



24 01 gccagtggccgcattatccttatcctagagggtggctataacctgacatccatctca 
I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I M I I I I I I I I I I I I I I I I I I I I I I I I 
24 01 gccagtggccgcattatccttatcctagagggtggctataacctgacatccatctca 
770 ASGRI ILILEGGYNLTSIS 



Query: 
Sbjct: 

histone deacetylase 



24 61 tccatggctgcctgcactcgctccctccttggagacccaccacccctgctgaccctg 

I I I I I I I I I II I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
24 61 tccatggctgcctgcactcgctccctccttggagacccaccacccctgctgaccctg 
790 SMAACTRSLLGDPPPLLTL 



Query: 

Sbjct: 
histone 



deacetylase 6 



2521 cggcccccactatcaggggccctggcctcaatcactgagaccatccaagtccatcgc 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
2521 cggcccccactatcaggggccctggcctcaatcactgagaccatccaagtccatcgc 
810 RPPLSGALAS ITETIQVHR 



Query: 

Sbjct: 
histone 



deacetylase 6 



2581 tactggcgcagcttacgggtcatgaaggtagaagacagagaaggaccctccagttct 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I M I I I I I I I I I I 
2581 tactggcgcagcttacgggtcatgaaggtagaagacagagaaggaccctccagttct 
830 YWRSLRVMKVEDREGPSSS 
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Query: 
Sbjct : 

histone deacetylase 



2641 ttggtcaccaagaaggcaccccaaccagccaaacctaggttagctgagcggatgacc 
I I I I I I I I I I I I I I I I I I I I I) I I I I I I I II 1 I I I I I I I I I I I I 1 I I I II I I I I I I I 
2641 ttggtcaccaagaaggcaccccaaccagccaaacctaggttagctgagcggatgacc 
850 LVTKKAPQPAKPRLAERMT 



Query: 
Sbjct: 

histone deacetylase 



2701 cgagaaaagaaggttctggaagcaggcatggggaaagtcacctcggcatcatttggg 
I I I I I I I I I I I I I I I I I I I I I I I I I I II I I I I II I I I I I I I I I I I I I I I I I I I I I I I 
2701 cgagaaaagaaggttctggaagcaggcatggggaaagtcacctcggcatcatttggg 
870 REKKVLEAGMGKVTSASFG 



Query: 

Sbjct: 
histone 



deacetylase 6 



27 61 gagtccactccaggccagactaactcagagacagctgtggtggccctcactcaggac 
I I I I II I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
2761 gagtccactccaggccagactaactcagagacagctgtggtggccctcactcaggac 
890 ESTPGQTNSETAVVALTQD 



Query: 

Sbjct: 
histone 



deacetylase 6 



2821 ccctcagaggcagccacagggggagccactctggcccagaccatttctgaggcagcc 
I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I II I I I I I I I I I I I I I I I I I I I I I I I I I 
2821 ccctcagaggcagccacagggggagccactctggcccagaccatttctgaggcagcc 
910 PSEAATGGATLAQT I SEAA 



Query: 

Sbjct: 
histone 



deacetylase 6 



2881 gggggagccatgctgggccagaccacctcagaggaggctgtcgggggagccactccg 
I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
2881 gggggagccatgctgggccagaccacctcagaggaggctgtcgggggagccactccg 
930 GGAMLGQTTSEEAVGGATP 



Query: 

Sbjct: 
histone 



deacetylase 6 



2 941 cagaccacctcagaggagactgtgggaggagccattctggaccagaccacctcagag 
I I I I I I I I II I I I I I II I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
2 941 cagaccacctcagaggagactgtgggaggagccattctggaccagaccacctcagag 
950 QTTSEETVGGAILDQTTSE 



Query: 
Sbjct: 

histone deacetylase 



3001 gctgttgggggagccacgctgggccagactacctcagaggaggctgtaggaggagct 
I I I I I I I I I I I I I II I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
3001 gctgttgggggagccacgctgggccagactacctcagaggaggctgtaggaggagct 
970 AVGGATLGQ T T SEEAVGGA 



Query: 

Sbjct: 
histone 



deacetylase 6 



3061 ctggcccagaccatctcggaggcagccatggagggagccacactggaccagactacg 

I I I I I I I I I I I I I M I I I I I I I I I II I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
3061 ctggcccagaccacctcggaggcagccatggagggagccacactggaccagactacg 
990 LAQTTSEAAMEGATLDQTT 



Query: 

Sbjct: 
histone 



deacetylase 6 



3121 gaggaggctccagggggcaccgagctgatccaaactcctctagcctcgagcacagac 
I I I I I I I II I I I I I I I I I I I I M I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
3121 gaggaggctccagggggcaccgagctgatccaaactcctctagcctcgagcacagac 
1010 EEAPGGTELIQTPLASSTD 



Query: 
Sbjct: 

histone deacetylase 



3181 cagannnnnnnaacctcacctgtgcagggaactacaccccagatatctcccagtaca 
I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 

3181 cagacccccccaacctcacctgtgcagggaactacaccccagatatctcccagtaca 
1030 QTPPTSPVQGTTPQISPST 



http://www.ncbi.nlm.nih.gov/gor£^wblast2.cgi 



9/26/2003 



Blast Result 



Page 7 of 8 



Query: 

Sbjct : 
histone 



deacetylase 6 



324 1 attgggagtctcaggaccttggagctaggcagcgaatctcagggggcctcagaatct 
I I I I I I I I I I I I I I I I I I I I I I I I ! I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
3241 attgggagtctcaggaccttggagctaggcagcgaatctcagggggcctcagaatct 
1050 IGSLRTLELGSESQGASES 



Query: 

Sbjct: 
histone 



deacetylase 6 



3301 gccccaggagaggagaacctactaggagaggcagctggaggtcaggacatggctgat 
I I I I I II I I I I I! I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
3301 gccccaggagaggagaacctactaggagaggcagctggaggtcaggacatggctgat 
1070 APGEENLLGEAAGGQDMAD 



Query: 
Sbjct: 

histone deacetylase 



3361 atgctgatgcagggatctaggggcctcactgatcaggccatattttatgctgtgaca 
I I I I I I I I I II I I I I I I I I I I I I I I I I II I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
3361 atgctgatgcagggatctaggggcctcactgatcaggccatattttatgctgtgaca 
1090 MLMQGSRGLTDQAI FYAVT 



Query: 
Sbjct: 

histone deacetylase 



34 21 ctgccctggtgtccccatttggtggcagtatgccccatacctgcagcaggcctagac 
II I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I II I I II I I I II I I I I I I I I I I I I I I 
34 21 ctgccctggtgtccccatttggtggcagtatgccccatacctgcagcaggcctagac 
1110 LPWCPHLVAVCPI PAAGLD 



Query: 

Sbjct: 
histone 



deacetylase 6 



34 81 acccaaccttgtggggactgtggaacaatccaagagaattgggtgtgtctctcttgc 
I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I II I I I I I I I I I I I I I I I I I I I I I I I I 
34 81 acccaaccttgtggggactgtggaacaatccaagagaattgggtgtgtctctcttgc 
1130 TQPCGDCGTIQENWVCLSC 



Query: 

Sbjct: 
histone 



deacetylase 6 



3541 caggtctactgtggtcgttacatcaatggccacatgctccaacaccatggaaattct 
I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I II I I I I I I I I I I I I I I II I 
3541 caggtctactgtggtcgttacatcaatggccacatgctccaacaccatggaaattct 
1150 QVYCGRYINGHMLQHHGNS 



Query: 
Sbjct: 

histone deacetylase 



3601 cacccgctggtcctcagctacatcgacctgtcagcctggtgt tact act gtcaggcc 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
3601 cacccgctggtcctcagctacatcgacctgtcagcctggtgttactactgtcaggcc 
1170 HPLVLSYI DLSAWCYYCQA 



Query: 
Sbjct: 

histone deacetylase 



3661 gtccaccaccaggctctcctagatgtgaagaacatcgcccaccagaacaagtttggg 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
3661 gtccaccaccaggctctcctagatgtgaagaacatcgcccaccagaacaagtttggg 
1190 VHHQALLDVKNIAHQNKFG 



Query: 

Sbjct: 
histone 



deacetylase 6 



3721 gatatgccccacccacactaagccccagaatacggtccctcttcaccttctgaggcc 
I I I I I I I I I M I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
3721 gatatgccccacccacactaagccccagaatacggtccctcttcaccttctgaggcc 
1210 D M P H P H AAA 



Query: 
Sbjct: 



3781 gatagaccagctgtagctcattccagcctgtaccttggatgaggggtagcctcccac 

I I I I I I I I I I I I I I II I II I I I I I I I I I I I I I I I I I I I I I I I I II I I I I I I I I I I I I 
3781 gatagaccagctgtagctcattccagcctgtaccttggatgaggggtagcctcccac 
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. Blast Result 

t # 



Page 8 of 8 



Query: 3841 atcccatcctgaatatcctttgcaactccccaagagtgcttatttaagtgttaatac 

I I I 1 1 ! I I I I M I I I I I I I I I 1 I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
Sbjct : 3841 atcccatcctgaatatcctttgcaactccccaagagtgcttatttaagtgttaatac 



Query: 3901 taagagaactgcgacgattaattgtggatctccccctgcccattgcctgcttgaggg 

I I I I I M I I I M I I I I I I I I I M ! I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
Sbjct : 3901 taagagaactgcgacgattaattgtggatctccccctgcccattgcctgcttgaggg 



Query: 3961 ccactactccagcccagaaggaaaggggggcagctcagtggccccaagagggagctg 

I I I I I I I I I I ! I I I I I I I I I I I | | | | | | | | | | | | | | | | | | | | | | | | | | | | | | | | | | | 
Sbjct : 3961 ccactactccagcccagaaggaaaggggggcagctcagtggccccaagagggagctg 



Query: 
Sbjct : 



4 021 tcatgaggataacattggcgggaggggagttaactggcaggcatggcaaggttgcat 
I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
4021 tcatgaggataacattggcgggaggggagttaactggcaggcatggcaaggttgcat 



Query: 
Sbjct: 

CPU time: 

Gapped 
Lambda 
1.33 



4081 taataaagtacaagctgtt 4099 

I I II I II I I I I I I I I I II I 
4081 taataaagtacaagctgtt 4099 



0.21 user sees. 



K H 
0.621 1.12 



0.09 sys. sees 



0.30 total sees. 



Gapped 
Lambda 
1.33 



K H 
0.621 1.12 



Matrix: blastn matrix: 1 -2 

Gap Penalties: Existence: 5, Extension: 2 

Number of Hits to DB: 37 

Number of Sequences: 0 

Number of extensions: 37 

Number of successful extensions: 25 

Number of sequences better than 10.0: 1 

length of query: 4099 

length of database: 4,430,590,239 

effective HSP length: 26 

effective length of query: 4073 

effective length of database: 4,429,730,003 

effective search space: 18042290302219 

effective search space used: 18042290302219 

T: 0 

A: 0 

XI: 6 (11.5 bits) 
X2: 26 (50.0 bits) 
SI: 12 (23.8 bits) 
S2: 21 (41.1 bits) 
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